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Abstract

Our research shows that outbreaks of bacterial and viral diseases in Kagawa Prefecture are influenced by
various factors and that they spread in complicated patterns. Especially of note is the lack of clarity in the trends
of a great number of viruses, including viruses of the common cold variety, which exhibit many different clinical
symptoms. In addition to the Kagawa Prefectural Infectious Disease Outbreak Trend Analysis Project, which
was created based upon the former Communicable Disease Control Law and the current Infectious Disease Law,
an explanatory analysis has been carried out regarding trends in nervous system viral infections that have
spread on a large scale through Kagawa since 1989. By adding an epidemiological technique to this analysis, the
trends of the Adenovirus serum group, the Coxsackie B group, and the Echo group were gradually made clear
and the various findings obtained from the results of the analysis were reported. In our Annual Report (Vol. 13),
we have carried out, based on the results of past analyses, an epidemiological analysis of the trends of the causal
pathogens discovered during 2013 according to the following breakdown: Bacterial stocks (9 total): Sa/monella
Thompson (O7) (4 stock), Salmonella Enteritidis (09), Salmonella Saintpaul (04) (1 stock), Salmonella Virchow
(07) (1 stock), Bordetella pertussis (1 stock), Staphylococcus aureus (1 stock), etc. Viral stocks (256 total):
Rhinovirus (37 stocks), Coxsackievirus A6 (30 stocks), Influenza virus A/H3 (27 stocks), Human

metapneumovirus (19 stocks), Coxsackievirus B5 (18 stocks), etc.



