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Molecular Epidemiological Analysis of Vancomycin Resistant Enterococci Isolated

in Kagawa Prefecture
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Abstract

Molecular epidemiological analysis by pulse field gel electrophoreses (PFGE) was conducted for
the 8 strains of the vancomycin resistant enterococci (VRE) which were detected in medical agencies
of Kagawa prefecture in 2014. The results showed that there was a high level of similarity among
the strains and therefore they seem to have the same origin. Early detection and containment
measurements are essential when an outbreak occurs.In order to prevent diffusion and recurrence
of disease, it 1s important to conduct an epidemiological analysis and to identify the route of infection.
As stipulated by the Infectious Diseases Control Law, if the MIC value of VCM is more than 16pg /
ml, a notice must be issued. However, in such a case, even if the standard is not satisfied, the van
gene can still be possessed. Therefore, when in doubt, it is necessary to specify the kinds of fungi and
to verify the vancomycin resistant genes present.
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nA-F GGGAAAACGACAATTGC, vanA-R GTACAATGCGGCOGTTA :
732bp. van B: vanBF ATGGGAAGOCGATAGTC, vanB-R GAT
TTCGTTCCTCGACC : 635bp, van CI : vanC—I-F GGTATCAAGG
AAACCTC, vanC-1-R CTTCOGCCATCATAGCT : 822bp, van C2
/3 : vanC-2/C-3F CTCCTACGATTCTCTTG, vanC-2/C-3R C
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100 u1 ZA0% 37T°C—WEiE,
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Gold Agarose % 0.5XTBE Buffer 100ml CHINRIAMAEE.
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