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Abstract
We carried out, based on the results of past analyses, an epidemiological analysis of the trends in
the causal pathogens detected in 2015. The analysis included 16 total bacterial strains, including
Salmonella (6 cases), and Campylobacter jejuni (2 cases), and 262 total viral strains, including
Rhinovirus (59 cases), Influenzavirus AH3 type (49 cases), human respiratory syncytial virus (21

cases), and Rickettsia japonica (12 cases).
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