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Abstract
Analysis performed by the Kagawa Prefecture Epidemiological Surveillance of Infectious

Diseases Program in 2018 detected the following causative agents. Bacterial stocks (14 in total):

Streptococcus pyogenes (3 stocks), Other diarrheagenic . coli (3 stocks), Campylobacter jejuni

(2 stocks), Enteropathogenic Z. coli (2 stocks) and Stapylococcus aureus (2 stocks) etc. Viral stocks

(513 in total): Rhinovirus (127 stocks), Respiratory syncytial virus (49 stocks), Influenza virus B
lineage B/Yamagata (40 stocks), Influenza virus AH3 (35 stocks) and Echovirus 18 (24 stocks) etc.
This analysis of trends in infectious diseases was based on the results of previous studies.
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YEFEREM (Stapylococcus aureus ), SS FERFLH
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Streptococcus pyogenes
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Other diarrheagenic £.coli
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%< . IR\WNTRespiratory syncytial virus (PA R RSV)
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(7.8%) . Influenza virus AH3 35 f4i] (6.8%). Echovirus
(LLF Echo) 18 A 24 f§] (4.7%). Influenza virus
AHlpdm09 21 5] (4.1%). Coxsackievirus (BAF Cox) A9
#2045 (3. 9%) \Human metapneumovirus 18] (3.5%) .
Influenza virus B/Victoria ;#2#t 17 f] (3.3%).

Norovirus GII 151 (2.9%) . Adenovirus 27 14 {3
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7l . 9 - £ 1 5) . Human Parechovirus 73315 7] (1 7Y :
41, AL 1B | Sapovirus 235 BITH -T2, M, K
I THAT LT~ Rotavirus AlX 2 HlokHIzE EF o7~
Z O, Norovirus G I 28 2 f§] . Astrovirus .
Cytomegalovirus, Rhinovirus 754 1 flRH Sii-,
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165 {1 108 fhH A VA 11T BIAH Sz,
Rhinovirus 7% 63 ] & .26 <. ¥RUNT Enterovirus J&
5F15 41 (Enterovirus 687 : 9 {5, Cox B2l : 2 {4,
Cox A47%U -« Cox A57! -« Cox A9 - Cox B5 Y : 4% 1 f41))
Human metapneumovirus 13 {51, RSV 9 44|, Parainfluenza
virus #9411 G 64, 14 : 34, Adenovirus 7t
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i ERGER
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Rhinovirus 73 5 & H %< . KUNT Adenovirus 2353t
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kR
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“CRhinovirus %3 14 5], Adenovirus 716 51 (2 % : 3 i,
LAY 245, 588 1) s S,
(2) AR AVAREHRDL (F7)
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e Enterovirus J&
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18 A% 6~9 HITHNT T 24 Bl & e b % < . RIEK OV
RIS D ORI T o 7=, RUNT Cox A9 Fl73 5
~11 RITARBBEZNE, R, FE W% D 20 Billk
HEh, EZEondT4%a 2 L7~ Enterovirus 68 74X 9
~10 AIZ 10 Bl S =28, Wy FRIERS, W
RIS O Tl 72, F7-2. Cox M A~ L
PRUF—TEEIND 9~12 A2 9 Bl &d, FKEEOWH T
%2 5 U7, Cox B2 BUTE A7 FhuOI THIEAIZ 9 filistt
SN, BEICE B Z <M Sz Cox A6 MEFRN
JHEDD 6 il S 47,

f Rhinovirus

1 4FZ 08 U CHEIOMPRERREE BEF 127 filfki Sh
7

¢ Human metapneumovirus

1~6 HIC TROERE) DR 18 Bk S, A0 0
FEOWA R E = LT,

h Parainfluenza virus

LIS 7T~8 Al 4, 37475 6~7 HIZ 10 f5il, FEIZRF
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Human Parechovirus
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F—J EEEMRRA DR Sz, ROT 13 6
B, FNIERGEE B2 DTSRI TR S U7z,

IV F&oh

2018 - 1 AN~D 12 A ORI TEGUER A=Bh A A E A
FEREREA O ST ARIAIT 816 - TH D | 492 12>
DA 527 5] GREER 14 151, w7 A VX 513 ) - DA
DR S 4L, FREHERIE60. 3% T o7,

2017/2018 > —A> DA > 7 VL, AHlpdm09,
AH3, B/Victoria %#t . B/Yamagata &t @ 4 FEINES
WAT L. 2018 AT 113 451D Influenza virus 235H]
STz,

RS DA VABYYERIANE, 1 A48 LTl 47 kRt
STz, RV IE FRUBERIRAEZ G 05T 49 fillgH S,
9 A O e b %< | BER L AFDOWI T BV,

AR TR 16 54 S, Enterovirus
JETIX Cox A28 (2 ), Cox B2HY (1), SEICAFR
H &N 72572 Cox ML (6 1)) , Cox A5 R TN Cox A10
(1) S,

T NIRIRIRIIE! 16 25 S, Enterovirus BTl
Cox A6TR! (4f5), Cox A6 (1), WIZHHERH S
M7RinoTz Cox A9RY (5 41) Ak S 4L, ~o v F—
TFHRIK L NTE T2 D 7 A VAEGED T DT,

RHELE PRUBSRMRIESEN DI, EREL N ORTFH
7o 7= Enterovirus J& & L CEcho 1854 (24 %)) .
Enterovirus 68 %4 (10 i), Cox B1 %! (2 i), Cox B5
R (1B AASFIRE ST,

AT AR R B 12, FIIRTIER D T
Adenovirus 64 4 L Adenovirus 85 USRI X317~

TR E RGN 1 F-% 08 LTkt &4, Norovirus
GIIZ® 16 Bl & e b Z < M STz,

F) A BYSER A B A ) D EERGYED
Fhrand, EER S IHF K LB AR UHERS Lz,

At b IR A T NS RE B CFie T2
T 57, BRTANVAZGHEL, EGYEERNEEAIC
9D EEARAH 258 b L T D B B,
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A |8 W Fl v AR R & 2z |
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Coxsackievirus A2 1 2 3
Coxsackievirus A4 1 6 1 1 9
Coxsackievirus Ab 1 1 1 3
Coxsackievirus A6 4 1 1 6
Coxsackievirus A9 5 1 6 7 1 20
Coxsackievirus A10 1 1
Coxsackievirus A16 1 1
Coxsackievirus Bl 2 2
Coxsackievirus B2 1 2 2 4 9
Coxsackievirus B5 1 1
Echovirus 7 6 2 8
Echovirus 18 7 16 1 24
Echovirus 25 1 1
Enterovirus 68 1 9 10
Human Parechovirus 1 1 4 1 6
Human Parechovirus 3 2 1 4 7
Human Parechovirus 4 1 1
Rhinovirus 8 5 1 4 6 2 3 5[ 63| 14 10 I 127
Influenza virus AH1pdm09 16 2 1 1 21
Influenza virus AH3 34 35
Influenza virus B/Victoria 13 3 1 17
Influenza virus B/Yamagata 34 4 1 1 40
Parainfluenza virus 1 3 1 4
Parainfluenza virus 3 1 6 3 10
Respiratory syncytial virus 36 1 1 | 9 1 49
Human metapneumovirus 1 13 3 1 18
Mumps virus 3 3
Rotavirus group A 2 2
Norovirus G I 2 2
Norovirus GII 15 15
Astrovirus 1 1
Sapovirus 5 5
Adenovirus 1 4 1 2 1 2 10
Adenovirus 2 2 6 1 1 1 3 14
Adenovirus 3 1 2 1 4
Adenovirus 5 1 2 3 1 1 1 1 10
Adenovirus 40/41 4 1 5
Adenovirus 64 1 1
Adenovirus 85 1 1
Herpes simplex virus 1 1 1 2
Epstein—Barr virus 1 1
Cytomegalovirus 1 1
Human herpesvirus 6 2 3
= 50( 20| 38 16 21 4| 97| 12 4| 20| 11f117| 67| 23| 2 3| 513
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Coxsackievirus A2 1 2 3
Coxsackievirus A4 2 5 1 1 9
Coxsackievirus Ab 1 1 1 3
Coxsackievirus A6 1 6
Coxsackievirus A9 2 6 3 4 3 20
Coxsackievirus A10 1 1
Coxsackievirus A16 1 1
Coxsackievirus Bl 1 2
Coxsackievirus B2 1 1 1 2 4 9
Coxsackievirus Bb 1 1
Echovirus 7 1 5 2 8
Echovirus 18 3 11 4 24
Echovirus 25 1 1
Enterovirus 68 3 7 10
Human Parechovirus 1 1 1 1 3 6
Human Parechovirus 3 1 6 7
Human Parechovirus 4 1
Rhinovirus 5 1 11 17 23 11 8 6 7 15 16 7 127
Influenza virus AH1pdm09 5 3 2 2 1 2 6 21
Influenza virus AH3 7 12 6 7 3 35
Influenza virus B/Victoria 4 4 6 3 17
Influenza virus B/Yamagata 13 21 4 1 1 40
Parainfluenza virus 1 2 2 4
Parainfluenza virus 3 3 7 10
Respiratory syncytial virus 2 7 1 3 8 15 4 4 4 49
Human metapneumovirus 7 4 2 3 1 18
Mumps virus 1 3
Rotavirus group A 1 1 2
Norovirus G | 1 1 2
Norovirus G Il 1 1 4 2 1 2 4 15
Astrovirus 1
Sapovirus 1 1 2 1 5
Adenovirus 1 1 2 3 2 1 10
Adenovirus 2 1 1 3 2 3 1 1 1 1 14
Adenovirus 3 1 1 1 1 4
Adenovirus 5 3 1 1 10
Adenovirus 40/41 1 1 1 5
Adenovirus 64 1 1
Adenovirus 85 1 1
Herpes simplex virus 1 1 1 2
Epstein—Barr virus 1 1
Cytomegalovirus 1 1
Human herpesvirus 6 1 1 1 3
AEF 48 61 41 47 50 34 42 41 40 38 37 34 513
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