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Abstract

Analysis performed by the Kagawa Prefecture Epidemiological Surveillance of Infectious
Diseases Program in 2017 detected the following causal pathogens. Bacterial stocks (2 in total):
Mycoplasma pneumoniae (1 stock) and Streptococcus pyogenes (1 stock). Viral stocks (384 in
total): Rhinovirus (93 stocks), Respiratory syncytial virus (51 stocks), Influenzavirus AH3 (49
stocks), Coxsackievirus A6 (21 stocks) and Rotavirus group A (20 stocks). This analysis of trends
in infectious diseases was based on the results of previous studies.

Trends in major infectious diseases within Kagawa Prefecture are for the most part consistent

with trends shown on the national level.
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Enterovirus NT 3 1 1
Coxsackievirus A2 2 1
Coxsackievirus A6 17 1 1 1 1 21
Coxsackievirus Al6 2
Coxsackievirus B2 1 2 3
Echovirus 3 1
Echovirus 7 1 2 3
Echovirus 9 1 3 1 1 4 10
Echovirus 25 1 4
Enterovirus 71 1 2 5
Parechovirus 1 1 1
Parechovirus 4 1 1
Parechovirus 6 1
Rhinovirus 2l 5 2] 10 101 451 8] 8 1] 2f 93
Influenza AHl1pdm09 3 3
Influenza AH3 48] 1 49
Influenza B/Victoria
Influenza B/Yamagata
Parainfluenza virusl 1 1
Parainfluenza virus2 1 1
Parainfluenza virus3 1 1 8 1 11
Respiratory syncytial virus 40 2 7 1 1 51
Human metapneumovirus 1 1{ 10 1 13
Mumps virus 8 2 2 12
Rotavirus group A 20 20
Norovirus GII 15 1 16
Astrovirus 1 1
Sapovirus 1 1
Adenovirus 1 2 1 1 1 2 7
Adenovirus 2 5 2 1 2 1 12
Adenovirus 3 1 1 1 1 4
Adenovirus 5 2 2
Adenovirus 8 1 1
Adenovirus 31 1 1
Adenovirus 40/41 5 5
Adenovirus 54 2 1 3
Herpes simplex virus 1 1 1 1 3
Epstein—-Barr virus 1 1
Human herpes virus 6 1 1
B19 virus 1 1
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VTR A 1 2 | 3| 4| 5|6 | 7| 8] 9 |10]11]12]|A4&F
Enterovirus NT 3 2 5
Coxsackievirus A2 1 1 1 3
Coxsackievirus A6 2 3 8 4 2 2 21
Coxsackievirus Al6 1 2
Coxsackievirus B2 1 1 2 2 6
Echovirus 3 1 1
Echovirus 7 1 2 3
Echovirus 9 2 3 1 3 1 10
Echovirus 25 1 1 2 4
Enterovirus 71 1 1 1 1 5
Parechovirus 1 1 1
Parechovirus 4 1 1
Parechovirus 6 1 1
Rhinovirus 3 7 2 6 8 10 7 4 8 15 11 12 93
Influenza AH1pdmO9 2 3
Influenza AH3 13 30 3 2 1 49
Influenza B/Victoria 1 2 3
Influenza B/Yamagata 1 2 3
Parainfluenza virusl 2 2
Parainfluenza virus2 2 2
Parainfluenza virus3 1 7 3 11
Respiratory syncytial virus 3 4 1 1 5 7 11 13 6 51
Human metapneumovirus 6 6 1 13
Mumps virus 5 3 1 2 1 12
Rotavirus group A 8 20
Norovirus GII 3 1 4 2 1 2 1 2 16
Astrovirus 1 1
Sapovirus 1 1
Adenovirus 1 1 2 2 2 7
Adenovirus 2 1 1 1 1 2 5 12
Adenovirus 3 1 1 1 1 4
Adenovirus 5 2 2
Adenovirus 8 1 1
Adenovirus 31 1 1
Adenovirus 40/41 1 1 1 2 5
Adenovirus 54 1 2 3
Herpes simplex virus 1 1 1 1 3
Epstein—-Barr virus 1 1
Human herpes virus 6 1 1
B19 virus 1 1
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