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Study on monitoring methods of Hemigrammocypris neglectus

using environmental DNA analysis
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NETTA~—IMERATEDZ L E2MR LTz, SBICHUARZ T apNERT D0 KM BRI L
T BRBIDNATAIR 2 AR £ 72145 2 & C, TODNAZ T Z R T& -,

X—U— R HUREEOa BEDNASH T7THu—RALESIKE) PCR FHE
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M : Low Molecular Weight DNA Ladder (New England Biolabs)
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@ 2=y MEIERRE 132bp ORZE

OneStep : OneStep PCR Inhibitor Removal Kit
PowerClean : DNeasy PowerClean Pro Cleanup Kit
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