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Molecular Epidemiological Analysis of Diarrheagenic Escherichia coli

Isolated in Kagawa Prefecture
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Abstract

We used molecular epidemiological analysis object diarrheagenic Escherichia coli (E.col), enterotoxigenic
E. coli 0159 : 17 strains, enterohemorrhagic £.coli 0157 : 9 strains, 026 : 9 strains, 0165 : 1 strain, O119 :
1 strain, 0146 : 1 strain, O111 : 1 strain, O168 : 1 strain, which were detected in Kagawa Prefecture from
April 2012 to March 2013. O157 strains are analyzed by Pulsed-Field Gel Electrophoresis (PFGE) and IS-
printing system (IS), and all other strains are analyzed by the PFGE method.

Ten cases of infection were sporadic, two cases were family infection, and two cases were facilities -acquired
infection. These results show relationship between family and facilities -acquired infection.
In case of analysis of 0146 by the PFGE method, there seems to be some relationship between the results of

last year and of this year. However, the reason why the relationship exists is not clear.
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