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Gene Analysis of the Detected Norovirus in the 2012/2013 Season
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I GU4/AB447453|AB447453.1 Norovirus Hu/Gll-4/Ehime1/2006/JP genomic RNA complete genome.

L— GU4/AB434770|AB434770.1 Norovirus Hu/OC07138/07/JP genes for RNA-dependent RNA polymerase capsid protein partial and complete cds.

- GU4/EF126963|EF 126963.1 Norovirus Hu/Gll.4/Y erseke38/2006/NL RNA-dependent RNA polymerase gene partial cds and capsid gene complete cds.
+ GU4/DQ078794|DQ078794.2 Norovirus Hu/Gll.4/Hunter 284E/040/AU capsid protein gene complete cds.
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— GU4/AB220922|AB220922.1 Norovirus Hu/Sakai/04-179/2005/JP genes for non structural polyprotein capsid protein minor structural protein partial and complete cds.
GU4/AB445395|AB445395.1 Norovirus Hu/Gll.4/Apeldoorn317/2007/NL gene for capsid protein complete cds.

GU4/JX459907|Jx459907.1 Norovirus Hu/Gll.4/Woonona/NSW3309/2012/AU complete genome.
GU4/X76716|X76716.1 Caliciviidae mRNA for capsid protein ORF2 and ORF3.
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Abstract

The number of patients with gastroenteritis caused by the norovirus had increased across the country in the
2012-2013 season. The number of patients of Kagawa Prefecture with infectious gastroenteritis increased in
second place in Japan in mid-December per sentinel.

In addition, the norovirus G I /4 mutant strain was reported to have been detected from infection cases and
food poisoning cases nationwide.

In order to confirm whether or not the norovirus G II/4 mutant strain is spreading in Kagawa Prefecture, we
performed a genetic analysis on 24 samples that detected the norovirus G Il from the sample that has been

carried in the surveying of infectious gastroenteritis infection.

_80_



