HNLERSE R > & — il 6 8

= IR INT X F T Bhodeus ocellatus kurumeus Digfs—T-fiAT (4)
— =R T ZFIFKIEEEORFE=4 ) 7 —
Genetic Analysis of Japanese Rose Bitterling, Rhodeus ocellatus kurumeus (4)

— Genetic Monitoring of R. o. kurumeusin Kagawa prefecture —
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East Kagawa area harbors important habitats of Japanese rose bitterling (Rhodeus ocellatus kurumeus), which

is a critically endangered freshwater fish in Japan. In the standpoint of conservation of . o. kurumeus, its Kagawa
population was genetically monitored by PCR-RFLP of mitochondrial DNA in 2006. Two individuals of A. o

ocellatus were newly found to be present in a pond habitat of £. 0. kurumeus. Genetic monitoring every 5 years is

insufficient for the early detection of the introgression of K. o. ocellatus.



